. 6/15/2016
Worklist: 1157 data reviewed 6/16/16 %J\D%M

LAB CASE ITEM TASK ID DESCRIPTION

C2016-0764 1 58598  3.10.3 Blood confirmation of co ||| ||| |"| | """”I”I”I"I ||| | Illl I"
M2016-1315 1 58597  3.10.3 Blood confirmation of co ||| ||| |"|I| ""l”l”l”l”l”ll"l | I"
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Idaho State Police
Forensic Services
Toxicology Discipline

Request for Departure from an Analytical Method

Date of Request
05/16/2016
Forensic Scientist
Celena Shrum

Analytical Method
3.10 Manual Solid Phase Extraction (SPE) Methods
3.10.3  Extraction and Confirmation of Free (Unbound) Codeine and Morphine in
Blood Employing the United Chemical Technologies (UCT) 200 mg
CLEAN SCREEN® DAU Extraction Column

I request permission to use this method for full scan analysis only. A negative and positive
control will still be run. All samples and controls will be run in full scan mode and any
drugs in the samples will be confirmed qualitatively by comparing the full scan spectrum to
that of authenticated reference material(s). This deviation is to remain in effect until
permanent changes to the analytical method are completed.

Discipline Leader Review

<] Departure Approved
Comments:

[ ] Departure Not Approved
Comments:

Date: May 16, 2016

Toxicology QP Departure Request.doc



All vial positions verified.

simulate_sequence.log

Simulate Run Sequence Tue Jun 14 14:39:38 2016

Instrument Name:
Sequence File:

Major Mass Spec
C:\Users\ISPuser\Desktop\Sequences\CS-0P061416.sequence.xm]

Comment: MassHunter sequence
Operator: ISP\datastor
Data Path: D:\DATA\CDS\2016\0614160P\
Method Path: C:\Users\datastor\Desktop\OP Methods\
Line Type vials DataFile Sample Name
Acquisition Method: AM3-10-3-FS.M
1) sample 100 Blank 1 Pre-run Solvent Blank
2) Sample 100 Blank 2 Pre-run Solvent Blank
3) Sample 1 Negative Control Negative Control -
.1013
4) Sample 100 C2016-0764-BLK Lab No.: C2016-0764-1
5) Sample 3 C2016-0764-FS Lab No.: Cc2016-0764-1
6) Sample 2 Spiked Positive Control Positive Control
7) Sample 99 Blank 3 solvent Blank
8) sample 100 M2016-1315-BLK Lab No.: M2016-1315-1
9) sample 4 M2016-1315-FS Lab No.: M2016-1315-1
10) sample 99 Blank 4 Solvent Blank

megabytes Needed: 19 Space on drive D: 239346
Sequence Verification Done!

Page 1



File

bbérat or
I nst runent
Acqui red

Sanpl e Nane:

M sc Info

Abundance

28000
27000
26000
25000
24000
23000
22000
21000
20000
19000
18000
17000
16000
15000
14000
13000
12000
11000
10000

9000

8000

7000

6000

5000

4000

3000

2000

1000

0"

s\ nstrunment

Dat a\ Pocat el | o\ Maj or
ORP\Blank 1.D
| SP\ dat ast or

Mass Spec\ CDS\ 2016\ 061416

Maj or

Mass Spec

14 Jun 2016 14:46

Pre-run Sol vent
Chl or of orm

Bl ank

usi ng AcgMet hod AMB-10-3-FS. M

lon 374.00 (373.70 to 374.70): Blank 1.D\data.ms
lon 371.00 (370.70 to 371.70): Blank 1.D\data.ms
lon 432.00 (431.70 to 432.70): Blank 1.D\data.ms
lon 429.00 (428.70 to 429.70): Blank 1.D\data.ms

MV Q/V N \m

No peaks of interest.
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Time--> 6.90 7.00 7.10 720 730 7.40 7.50 7.60 770 780 790 800 8.10 820 8.30 840 8.50 860 870 880 8.90 900



File :1:\Instrument Data\Pocatell o\ Mjor Mass Spec\ CDS\ 2016\ 061416
ORP\ Bl ank 2.D

Qper at or . |1 SP\ dat ast or

I nstrunent : Maj or Mass Spec

Acqui red : 14 Jun 2016 15:05 usi ng AcgMet hod AMB-10-3-FS. M

Sanmpl e Nanme: Pre-run Sol vent Bl ank

Msc Info : Chloroform

Abundance lon 374.00 (373.70 to 374.70): Blank 2.D\data.ms
lon 371.00 (370.70 to 371.70): Blank 2.D\data.ms
lon 432.00 (431.70 to 432.70): Blank 2.D\data.ms
8500 lon 429.00 (428.70 to 429.70): Blank 2.D\data.ms

No peaks of interest.
8000

7500
7000
6500
6000
5500
5000

4500

4000

3500

3000

2500

2000

1500

1000

500

| WL VA I “‘ A |
o e M b i MM

Time--> 700 710 720 730 740 750 760 7.70 780 7.90 800 8.10 820 830 840 850 860 870 8.80 8.90

=



File

Qper at or

| nst runent
Acqui red
Sanpl e Nane:
Msc Info

Abundance
2.5e+07

2.4e+07
2.3e+07
2.2e+07
2.1e+07
2e+07
1.9e+07
1.8e+07
1.7e+07
1.6e+07
1.5e+07
1.4e+07
1.3e+07
1.2e+07
1.1e+07
1e+07
9000000
8000000
7000000
6000000
5000000
4000000
3000000
2000000

1000000

Maj or

s\ I nstrument
OP\ Negative Control.D

| SP\ dat ast or

Mass Spec

Dat a\ Pocat el | o\ Maj or

14 Jun 2016 15:23

Negati ve Control
UTAK B1013

No peaks on interest.

- U ak Lot

usi ng AcgMet hod AMB-10-3-FS. M
B1013

!

TIC: Negative Control.D\data.ms

ULWJM

Mass Spec\ CDS\ 2016\ 061416

Time--> 4.50

5.00

5.50

6.00

6.50

7.00

7.50

8.00

8.50

9.00

9.50

10.00

10.50

11.00

11.50

12.00

12.50



File :1:\Instrument Data\Pocatell o\ Major Mass Spec\ CDS\ 2016\ 061416 3
OP\ Negative Control.D

bpérator . | SP\ dat ast or
I nstrunment : Maj or Mass Spec
Acqui r ed : 14 Jun 2016 15:23 usi ng AcgMet hod AMB-10-3-FS. M

Sanpl e Narme: Negative Control - Utak Lot B1013
Msc Info : UTAK B1013

Abundance lon 374.00 (373.70 to 374.70): Negative Control.D\data.ms
60000 lon 432.00 (439D to 432.70): Negative Control.D\data.ms

55000
50000
45000
40000
35000
30000
25000
20000
15000
10000

8.106
5000

%82&43&8@@1 . 8616320001 8. 81733 BI1EEELD8 71683381360 30218 23458430678, 5¢

QLS e e e e e e

T \
Time--> 755 760 765 7.70 7.75 7.80 7.85 790 795 800 805 810 815 820 825 830 835 840 845 8.50
Aburbdoadbcg Scan 729 (7.947 min): Negative Control.D\data.ms (-737) (-)

374.1

55000 Codeine-D3-TMS

50000
45000
40000

35000
73.0

30000 1811

25000

199.1 2371

20000 1491

15000

346.1

10000 45.0 313.1

283.1
97.0 165.1 217.0
115.0

1.0

131.
0 ‘MJ \me MH‘M\ JT M\H‘ WM .\ ‘ 3951 417

\\\‘\\\\\‘\\ \\\‘\\ “‘\MMH‘H! T ‘MH‘HH \\\‘\\ “““ \\\\‘\\\\‘\\\\‘
m/z--> 40 80 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400

5000
2551




File

bpérator
I nstrunment
Acqui r ed

[ :\Instrument Data\Pocatell o\ Mjor Mass Spec\ CDS\ 2016\ 061416 3
OP\ Negative Control.D
| SP\ dat ast or
Maj or Mass Spec
14 Jun 2016 15:23 usi ng AcgMet hod AMB-10-3-FS. M

Sanmpl e Nane: Negative Control - Utak Lot B1013
UTAK B1013

Msc Info

Abundance

55000

50000

45000

40000

35000

30000

25000

20000

15000

10000

5000

0

lon 374.00 (373.70 to 374.70): Negative Control.D\data.ms
lon 432.00 (4B:94D to 432.70): Negative Control.D\data.ms

8.106

.7627.79852 84 BBSPH15. 8616320001 8. 81733 BI1EEELD8 71683381360 30218 23458430678, 5¢

Time-->
Abundance

6500

6000

5500

5000

4500

4000

3500

3000

2500

2000

1500

1000

500

I L L R \\\\‘\\\\‘\\\\\\\\‘\\\\‘\\\\‘\\\\‘\\\\‘\\\\‘\\\\‘\\\\‘\\T\‘\\\\‘\\\\‘\\\\‘\\\\‘\

] \
755 760 765 770 775 780 785 790 795 800 805 810 8.15 820 825 830 835 840 845 850
Scan 759 (8.106 min): Negative Control.D\data.ms (-753) (-)
432.2

Morphine-D3-TMS

207.0

73.0
239.0

471 327.0 404.2

281.0
355.1
162.9 372.1 457.3

97.0
188.8
1l \\ m

263. 00.9

'1329
\\

m/z-->

uH
40 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460



File :1:\Instrument Data\Pocatell o\ Mjor Mass Spec\ CDS\ 2016\ 061416
ORP\ Bl ank 3.D

Qper at or . |1 SP\ dat ast or

I nstrunent : Maj or Mass Spec

Acqui red : 14 Jun 2016 16:36 usi ng AcgMet hod AMB-10-3-FS. M

Sanmpl e Nane: Sol vent Bl ank

Msc Info : Chloroform

Abundance lon 374.00 (373.70 to 374.70): Blank 3.D\data.ms
5400 lon 371.00 (370.70 to 371.70): Blank 3.D\data.ms
lon 432.00 (431.70 to 432.70): Blank 3.D\data.ms

(

5200 lon 429.00 (428.70 to 429.70): Blank 3.D\data.ms

5000
4800 No peaks of interest.
4600
4400
4200
4000
3800

3600

3400

3200

3000

2800

2600

2400

2200

2000

1800

1600

1400

1200

1000

800

600

40

o

20

o

Q

n me 1m mnmmlmmmmmu.lahm\lﬂ,M»MMrMMMMMM\ l\fﬁu Ak

Time--> 700 710 720 730 740 750 760 770 780 790 8.00 810 820 830 840 850 860 8.70 8.80 8.90



File :1:\Instrument Data\Pocatell o\ Mjor Mass Spec\ CDS\ 2016\ 061416
OP\ Spi ked Positive Control.D

Qper at or . |1 SP\ dat ast or

I nstrunent : Maj or Mass Spec

Acqui red : 14 Jun 2016 16:18 usi ng AcgMet hod AMB-10-3-FS. M

Sanmpl e Nane: Positive Control
Msc Info : UTAK B1013 + 061316 WS

Abundance TIC: Spiked Positive Control.D\data.ms
3.3e+07

3.2e+07
3.1e+07
3e+07
2.9e+07
2.8e+07
2.7e+07
2.6e+07
2.5e+07
2.4e+07
2.3e+07
2.2e+07
2.1e+07
2e+07
1.9e+07
1.8e+07
1.7e+07
1.6e+07
1.5e+07
1.4e+07
1.3e+07
1.2e+07
1.1e+07
1e+07
9000000
8000000
7000000
6000000
5000000
4000000
3000000
2000000

1000000 wj\u UJ L LM?

Time--> 450 500 550 600 650 700 750 800 850 9.00 950 10.00 10.50 11.00 11.50 12.00 12.50




File

bbérat or
I nstrunment
Acqui r ed

Sanmpl e Nane:

Msc Info

Abundance
750000

700000
650000
600000
550000
500000
450000
400000
350000
300000
250000
200000
150000
100000

50000

:1:\Instrument Data\Pocatell o\ Maj or
OP\ Spi ked Positive Control.D
| SP\ dat ast or
Maj or Mass Spec
14 Jun 2016 16:18
Positive Control
UTAK B1013 + 061316 W5

Mass Spec\ CDS\ 2016\ 061416
usi ng AcgMet hod AMB-10-3-FS. M

lon 374.00 (373.70 to 374.70):
lon 371.00 4 .70 to 371.70):
):
):

Spiked Positive Control.D\data.ms
Spiked Positive Control.D\data.ms
Spiked Positive Control.D\data.ms
Spiked Positive Control.D\data.ms

lon 432.00 (#31.70 to 432.70
lon 429.00 (%#28.70 to 429.70

o

Time--> 7.65

Abundance

35000

30000

25000

20000

15000

10000

5000

T
785 790 7.95 8.0

7.70 7.75

7.80

8.20
Scan 729 (7.947 min): Spiked Positive Control.D\data.ms (-730) (-)

8.05 8.10 8.15

73.0 Codeine-D3-TMS

199.1

2371

45.0 181.0

149.0
122.2

95.0

2171

260.0275.0 301.1

8.25

329.7

346.1

406.1

m/z-->

40

H
‘80 100 120

140

60 160 180 200 220 240 260 280 300

320

340 360

380

400



File

bpérator
I nstrunment
Acqui r ed

Sanmpl e Nane:

Msc Info

Abundance
750000

700000
650000
600000
550000
500000
450000
400000
350000
300000
250000
200000
150000
100000

50000

:1:\Instrument Data\Pocatell 0\ Maj or Mass Spec\ CDS\ 2016\ 061416
OP\ Spi ked Positive Control.
| SP\ dat ast or
Maj or Mass Spec
14 Jun 2016 16:18 usi ng AcgMet hod AMB-10-3-FS. M
Positive Control
UTAK B1013 + 061316 WS

lon 374.00 (373.70 to 374.70): Spiked Positive Control.D\data.ms

lon 432.00 (#31.70 to 432.70):
lon 429.00 (4#28.70 to 429.70):

Spiked Positive Control.D\data.ms

)

lon 371.00 .70 to 371.70): Spiked Positive Control.D\data.ms
)
): Spiked Positive Control.D\data.ms

o

Time--> 7.65

Abuﬂﬂﬁﬂﬁ?
700000
650000
600000
550000
500000
450000
400000
350000
300000
250000
200000
150000
100000

50000

O\\

TSGR EBN0S2 \
L e B B B B B B

7.70 7.75 7. 80 7.85 7.90 7.95 8.00 8.05 8.10 8.15 8.20 8.25 8.30

Scan 730 (7.953 min): Spiked Positive Control.D\data.ms (-727) (-)

Codeine-TMS

178.0
73.0
196.1

2341
146.0

280.1

254.1

42.0 94.0 1150 214.0
298.1
H 58.0
|

Sl ] m\m\mMHmj‘m\\mm‘\“\\mM il 1 ‘\}HHHHHH\ H\‘m mu\m\m M‘MH ‘\‘h

313.1

3‘2?1
\‘ inin

343.1

389 0 405.8

m/z-->

80 100 120 140 160 180 200 220 240 260 280 300

320

340

360

380 400



1o\l nstrunent

Dat a\ Pocat el | o\ Maj or Mass Spec\ CDS\ 2016\ 061416

File
. OP\ Spi ked Positive Control.D
Oper at or | SP\ dat ast or
I nstrunent Maj or Mass Spec
Acqui r ed 14 Jun 2016 16:18 usi ng AcgMet hod AMB-10-3-FS. M
Sanpl e Nanme: Positive Contro
Msc Info : UTAK B1013 + 061316 W5
Abundance ‘ lon 374.00 (373.70 to 374.70): Spiked Positive Control.D\data.ms
110000 | lon 371801370.70 to 371)70): Spiked Positive Control.D\data.ms
| lon 432.00 (431.70 to 432.70): Spiked Positive Control.D\data.ms
| lon 429.00 (428.70 to 429.70): Spiked Positive Control.D\data.ms
100000 | |
90000 |
80000 ‘
70000 |
60000 |
//
50000 /
//
/
40000 / 8.112
30000
20000
10000
8.112
0 : : : : —— ‘ ‘ :
Time--> 8.09 8.10 8.10 8.1 8.1 8.12 8.12 8.13 8.13 8.13 8.14 8.14 8.15
Abundance Scan 758 (8.101 min): Spiked Positive Control.D\data.ms (-761) (-)
73.0 146.0
24000 Morphine-D3-TMS
220001 450 432.2
20000
18000
196.1 2391
16000
14000
12000
10000
8000 94.0 216.0
290.1
6000 1151 4081
178.9
4000
3271
2000
270.0 306.9 3872
| Il 4559
0! \‘\“H\‘\ T i‘\‘\‘\‘\}\\“\ \“ ‘\M‘\ T “\\ ‘1 ‘HM T
40 60 80 100 120 140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460

m/z-->



:1:\Instrument Data\Pocatell o\ Maj or
OP\ Spi ked Positive Control.D

Mass Spec\ CDS\ 2016\ 061416

File
Oper at or | SP\ dat ast or
I nstrunent Maj or Mass Spec _
Acqui r ed 14 Jun 2016 16:18 usi ng AcgMet hod AMB-10-3-FS. M
Sanpl e Name: Positive Control
Msc Info : UTAK B1013 + 061316 W5
Abundance lon 374.00 (373.70 to 374.70): Spiked Positive Control.D\data.ms
lon 371.00 (370.70 to 371.70): Spiked Positive Control.D\data.ms
lon 432.00 (431.7Q t0,432.70): Spiked Positive Control.D\data.ms
300000 lon 429.00 (428.7 't‘\1329.70): Spiked Positive Control.D\data.ms
250000
200000 f
150000 s,‘"
100000 /
50000 8112 \\
_— 8412 \ 8.138
(O L e e o e B B e B e e e e e e e e e e e Ao o et
Time--> 807 808 809 809 810 810 811 811 812 812 813 813 813 814 814 815 8.15 8.16
Abundance Scan 760 (8.111 min): Spiked Positive Control.D\data.ms (-763) (-)
280000 4291
73.0
260000 Morphine-TMS
240000
220000
200000
180000 236.1
160000
140000
120000
196.1
100000 146.0
80000 401.1
287.1
60000
40000 371.1
20000
T ‘ ‘\‘ 450.9468.
\‘\\\\‘ ‘\\\\‘\\\\‘\\
140 160 180 200 220 240 260 280 300 320 340 360 380 400 420 440 460

120

0,
m/z--> 40 60 80 100




File :1:\Instrument Data\Pocatell o\ Mjor Mass Spec\ CDS\ 2016\ 061416
ORP\ Bl ank 4.D

Qper at or . |1 SP\ dat ast or

I nstrunent : Maj or Mass Spec

Acqui red : 14 Jun 2016 17:31 usi ng AcgMet hod AMB-10-3-FS. M

Sanmpl e Nane: Sol vent Bl ank

Msc Info : Chloroform

Abundance lon 374.00 (373.70 to 374.70): Blank 4.D\data.ms

lon 371.00
lon 432.00
4200 lon 429.00

370.70 to 371.70): Blank 4.D\data.ms
431.70 to 432.70): Blank 4.D\data.ms
428.70 to 429.70): Blank 4.D\data.ms

—~— e~ o~

4000
3800
3600 No peaks of interest.
3400
3200

3000

2800

2600

2400

2200

2000

1800

1600

1400

1200

1000

800
600
400

200

T AL

Time--> 7.00 710 720 730 740 750 760 770 780 790 8.00 810 820 830 840 850 860 870 8.80 8.90





